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SummaryStatistics

RunIDrutgersGAH2
RunDescriptionautomaticrunusingtitle+need
NumberofTopics50

Totalnumberofdocumentsoveralltopics
Retrieved:49825
Relevant:8268
Rel-ret:3166

RecallLevelPrecisionAverages
RecallPrecision
0.000.5727
0.100.2942
0.200.2477
0.300.1917
0.400.1424
0.500.0979
0.600.0742
0.700.0513
0.800.0178
0.900.0071
1.000.0020

Averageprecisionoverall
relevantdocs
non-interpolated0.1303

DocumentLevelAverages
Precision

At5docs0.3720
At10docs0.3420
At15docs0.3173
At20docs0.3080
At30docs0.2880
At100docs0.1948
At200docs0.1489
At500docs0.0951
At1000docs0.0633

R-Precision(precisionafterR
docsretrieved(whereRisthe
numberofrelevantdocuments))
Exact0.1835
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